[Detection of heterogeneous MRSA by using the PCR method and population analysis].
To assess the clinical usefulness of the PCR method for the detection of methicillin-resistant Staphylococcus aureus (MRSA) by targetting the mecA gene, we surveyed 150 clinical isolates of Staphylococcus aureus and compared the results of the PCR method with those of the standard broth microdilution method. Fifty-four isolates (36%) were positive for the mecA gene and two of them, presenting coagulase type IV, were recognized as susceptible strains by microdilution method, while all the other mecA positive strains were drug-resistant. Population analysis revealed that these two strains were heterogeneous in terms of drug-resistance and composed of two populations of cells; i.e., relatively susceptible cells and highly resistant cells. The discrepancy between the phenotypic expression (drug-resistance) and the genotype (mecA gene) seems to be due to the small percentage of highly resistant cells. Drug-resistant colonies could be induced in these strains by the contact with methicillin, indicating the selective increase of the population of resistant cells by a passage in the drug. These observations suggest that it is clinically important to detect the resistance-inducible strains (prototype MRSA) by using the PCR method and population analysis.